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Complexity Simplified

SiRNA sense and antisense strands can
be uploaded as linear nucleotide
sequences that include natural or
custom nucleotide codes, and with a
default DNA or RNA sugar backbone.

Metadata can be appended to the
strand sequences to map the location of
strand hybridization, mark any chain
breaks, and denote end-to-end chain
connections.

Vault will register both sense and
antisense strands with the phosphate,
sugar and bases color coded for easy
identification.

All siRNA entities are stored as a
Self-Contained Sequence
Representation (SCSR) molfile, ensuring
the storage of molecular structures and
monomer annotationsin an
interoperable format.
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SiRNA composer easily pulls monomers
from the built-in CDD Vault monomer
library for seamless reference based on
monomer code.

Capture precise atomistic data for better
Al/ML application and facile integration
with customer data ecosystem via Ul or
API.

Registration IDs can be used to quickly
associate assay data to your siRNA
entities and viewed within a search
report table.

Referencing siRNAs in the ELN will
automatically create a breadcrumb link
to the ELN entry from the molecule

page.

All siRNA entities are stored as SCSR
based molfiles that provide a machine
readable format for all metadata,
sequence and structure information.
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Sense and antisense strands mapped and siRNA rendered
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Different siRNA rendering options:
A: siRNA with 2 base overhangs
C: siRNA with sense strand bubble

B: siRNA with sense strand breaks
D: siRNA with terminal hairpin
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siRNA in a Vault search results table
with molecule properties, ELN link,
inventory summary and assay
information

Learn more at
collaborativedrug.com

or contact us at
info@collaborativedrug.com




